Corrections to “Highlights from the 68th Annual Meeting of the Society of Investigative Dermatology”  by unknown
Mutation in Mpzl3, a Novel Gene Encoding a Predicted Adhesion Protein, in rough coat (rc) Mice with Severe Skin and Hair
Abnormalities
Journal of Investigative Dermatology (2007) 127, 2678; doi:10.1038/sj.jid.5700995
Correction to: Journal of Investigative Dermatology (2007) 127, 1375–1386. doi:10.1038/sj.jid.5700706; published online
1 February 2007
In the publication by Cao et al., errors were introduced to the title. The correct title of the publication is ‘‘Mutation in Mpzl3, a
Novel Gene Encoding a Predicted Adhesion Protein, in rough coat (rc) Mice with Severe Skin and Hair Abnormalities’’. The
publisher and editorial office regret the error.
Retrospective Diagnosis of Fatal BP180-Deficient Non-Herlitz Junctional Epidermolysis Bullosa Suggested by
Immunofluorescence (IF) Antigen-Mapping of Parental Carriers Bearing Enamel Defects
Journal of Investigative Dermatology (2007) 127, 2678; doi:10.1038/sj.jid.5701116
Correction to: Journal of Investigative Dermatology (2007) 127, 1772–1775; doi:10.1038/sj.jid.5700766; published online 8
March 2007
In the article by Murrell et al., the full legends for Figures S2–S5 were omitted from the online publication. The full legends
should read as follows. The publisher regrets the error.
Figure S2. RT-PCR of exon 10: The gel shows bands generated by RT-PCR of exon 10 of COL17A1 from mRNA extracted from
skin biopsies. Lane 1¼ brother, 2¼ father, 3¼mother, 4¼ normal control, 5¼GABEB negative control (COL17A1
c.2342delG and p.R1226X (EB 035-01); Pasmooij et al., 2007); 6¼100 bp marker. The arrow indicates the correctly sized
676 bp band. Skipping of exon 10 would have resulted in a band shorter by 159 bp, which was not seen.
Figure S3. RT-PCR performed on mRNA of cultured keratinocytes of the heterozygous father and mother showed the absence of
mRNA from the c.823delA mutation-bearing allele. The cDNA sequences of the parents and a normal human control were similar.
Figure S4. Immunoblotting of similar amounts of cultured keratinocyte extracts from the brother (1), father (2), mother (3), and
normal control (4) showing a normal size 180 Kda band of the BP180 protein in each. The carriers have reduced expression of
BP180 compared to the normal control (4). To the right are prestained molecular weight marker proteins.
Figure S5. Schematic diagram of the exons (gray and black) in COL17A1 showing the location of all previously reported
mutations, with the red arrow indicating the mutation in this report in exon 10. The corresponding protein domains (dark blue,
intracellular; light blue and pink, extracellular) are shown below (adapted from Pasmooij et al., 2007).
Highlights from the 68th Annual Meeting of the Society of Investigative Dermatology
Journal of Investigative Dermatology (2007) 127, 2678; doi:10.1038/sj.jid.5701117
Correction to: Journal of Investigative Dermatology (2007) 127, 2073–2076. doi 10.1038/sj.jid.5701016
The article incorrectly identified Drs Tissa Hata and Jurgen Schauber as associated with the University of California, Davis.
Both are actually affiliated with the University of California, San Diego.
In the discussion of the work by Dr Schauber, the article incorrectly implies that his research identified IL-15 in the pathway
that enhances TLR2 function in keratinocytes. This is not true.
The section on barrier dysfunction discusses IL-37. This should instead be the antimicrobial peptide LL-37.
The author regrets the errors.
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